SEQUENCE LISTING 

<110> Sheen, Jen 

<120> STRESS -PROTECTED TRANSGENIC PLANTS 



<130> 08472/716002 

<140> 08/989,881 

<141> 1997-12-12 

<150> 60/032,966 

<151> 1996-12-13 

<160> 18 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 1020 

<212> DNA 

<213> Arabidopsis thaliana 
<220> 



<400> 1 

gttgtaaaac gacggncagt gaattgtaat acgactcnct atagggcgna attggagctc 60 

caccgcggtg gcggccgctc tagaactagt ggatcc atg get aat caa act cag 114 

ate age gac aag tac ate tta gga cga gaa etc ggt cgc ggc gaa ttc 162 

gga ate acg tat ctt tgt aca gat aga gag act cgt gaa get tta get 210 

tgc aaa tea ate tec aag aga aag etc cga acc gee gtc gat gtg gaa 2 58 

gac gtc cgt cgt gaa gtc acg ate atg tea act tta ccg gaa cac cca 306 

aac gtt gtg aaa ctt aaa gcg act tat gag gat aac gag acc gtg cat 3 54 

ctt gtg atg gag ctt tgt gaa gga ggt gag ctt ttt ggt egg att gtt 402 

gca aga gga cat tat aca gag cgt gcg gcg get acc gtc gcg aga acg 450 

ate gcg gaa gtt gtg agg atg tgt cat gtc aat ggt gtt atg cat aga 4 98 

gat ttg aag cct gag aat ttc ttg ttt get aac aag aag gag aat tct 546 

gca ctt aag get att gat ttt ggt tta tct gtt etc ttt aaa cct gga 594 

gag agg ttt aca gag att gtt gga agt cct tat tat atg get cca gaa 642 

gtg ttg aag aga aat tat gga cca gag gtt gat gtg tgg agt get gga 690 

gtt ate etc tac ate ttg ctt tgt ggt gtt cct ccg ttt tgg gca gag 738 

act gaa caa ggt gtg get ctt gee ate ttg agg gga gtt ctt gat ttt 786 

aag aga gat cct tgg teg cag ata tea gag age gca aag age ctt gtg 834 

aag cag atg ttg gaa cct gat tea act aag cgt ttg act get cag caa 882 

gtt ctt gat cac cct tgg ata cag aat gca aag aaa aggatcaagc 928 

ttatcgatac cgtcgacctc gagggggggc ccggtaccag ctttngttcc ctttagtgag 988 

ggttaatttc gagcttggcg taatcatgtc at 1020 

<210> 2 
<211> 274 



1 



<212> PRT 

<213> Arabidopsis thaliana 



<400> 2 
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Leu 
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Ala 


Leu 
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Glu 


Arg 
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Val 


He 
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Glu 
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Glu 
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Phe 


Lys 


Arg 
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Gin 


245 
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Leu 
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He 
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He 
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Leu 
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Pro 
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<210> 3 
<211> 29 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 3 

gaagatctat gggtaatact tgtgttgga 29 

<210> 4 
<211> 28 
<212> DNA 

<213> Arabidopsis thaliana 



2 



<400> 4 

gtcaaggcct gtcgacttga acccatgg 



28 



<210> 5 
<211> 33 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 5 

gcggatccat ggctaatcaa actcagatca gcg 33 

<210> 6 
<211> 29 
<212> DNA 

<213> Arabidopsis thaliana 



<210> 7 
<211> 30 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 7 

gcggatccat ggagacgaag ccaaacccta 30 

<210> 8 
<211> 30 
<212> DNA 

<213> Arabidopsis thaliana 



<210> 9 
<211> 30 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 9 

catgccatgg ctccggcgac taattcaccg 30 

<210> 10 
<211> 32 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 10 

gtcaaggcct attcttcaag aaccatttat eg 32 



<400> 6 

gtcaaggcct catcagtgag aacatgttc 



29 



<400> 8 

gtcaaggcct tgcttgttca tcgacaatcc 



30 



<210> 11 



3 



<211> 30 
<212> DNA 

<213> Arabidopsis thaliana 



<400> 11 

gcggatccat ggctcgagct ccggtgacca 

<210> 12 
<211> 31 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 12 

gtcaaggcct attcttcaag aaccaactat g 

<210> 13 
<211> 33 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 13 

gcggatccat ggctaagtca gagctggtga aag 

<210> 14 
<211> 31 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 14 

gtcaaggcct attctttagg aaccatgaat g 

<210> 15 
<211> 33 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 15 

gcggatccat ggctaagtat gacgttgtca agg 

<210> 16 

<211> 28 

<212> DNA 

<213> Arabidopsis thaliana 

<400> 16 
gtcaaggcct attcttcaag taccacgg 

<210> 17 
<211> 20 
<212> DNA 

<213> Hordeum vulgare 



tccaccgaga tgccgacgca 



<210> 18 

<211> 26 

<212> DNA 

<213> Hordeum vulgar e 

<400> 18 
gttggaggcc atggtcgtct cacgat 
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